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Abstract: RT-PCR and ELISA techniques were used to analyze the prevalence of porcine reproductive and respiratory syn-
drome in Dali using 4 800 porcine lungs and spleens collected from various districts of Dali as experimental materials. After
RNA extraction,concentration detection,reverse transcription, RT-PCR amplification,agarose gel electrophoresis detection, se-
quencing,and phylogenetic evolution tree analysis of the strains sequences. The results showed that: (1) There were 5 positive

samples, while the remaining 4 795 samples were negative, with a positive rate of only 0. 104 %. (2)Sequencing comparison of

the positive samples revealed that they were all highly patho-
(W BH] 2024-10-09

(B2TWA] =g PR R IR G 0 H (202203AK140015) 5
7P A8 B N I A [ BREE A B & R0 (202403- quence comparison and phylogenetic tree analysis,all 5 sam-

. API/{QOSS) ) B ) ples belonged to the JXA1 strain. The study found that the
SRR ijfjlz(ll(i?é;éiéi:ﬂﬁflﬁ%ﬁﬁﬁﬁﬁTﬂ; prevalent strain of PRRSV in Dali is the JXA1 strain, which
*» [BIEEH] 2, E-mail: wenguili@yeah. net is currently well prevented and controlled. Due to the contin-

genic PRRSV infections. (3) After Nsp2 gene sequencing,se-



2 O

it

B 2 & 4 %

uous emergence of mutant strains, there is leakage of com-
mercially available commercial testing reagents, and specific
testing methods should be established based on molecular ep-
idemiological information to avoid leakage in the monitoring
work. In addition, the use of vaccines for prevention and con-
trol should be scientifically and rationally selected,and biose-
curity measures and regulation of pig introduction and trans-
fer should be strictly done.

Key words: porcine reproductive and respiratory syn-
drome; molecular epidemiological characteristics;Dali prefec-

ture; RT-PCR detection
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