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Current Status and Diagnosis of Coronavirus in Wild Birds

DENG Liling"?, WANG Bohan®, LI Jiening' , LI Xiaoxuan®, MO Meilan'*""
(1. College of Animal Science and Technology »Guangxi University s Nanning »Guangxi 530004 ,China ; 2. Wuhan Zoo »
Wuhan s Hubei 430000, China ;3. Guangxi Zhuang Autonomous Region Engineering Research Center of
Veterinary Biologics s Nanning »Guangxi 530004 ,China ;4. Guangxi Key Laboratory of Animal

Breeding » Disease Control and Prevention , Nanning sGuangxi 530004 ,China)

Abstract: The Coronavirus family has large members, wide host range and high variability,and is an important source of e-
merging infectious diseases in recent years. Most wild birds have the ability to fly and often migrate in clusters. As the natural
host of avian influenza viruses and coronaviruses, co-infection is common,resulting in the wide spread of the virus,and seriously
threatening social and public health security. By reviewing the research progress in the classification, host range and detection
methods of coronaviruses,this paper comprehensively analyzes the current prevalence of coronaviruses in wild birds,and discus-
ses the main methods and technologies for the diagnosis of coronaviruses in wild birds,as well as the challenges and future de-
velopment trends.
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